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Overview:

The Human Genome Organisation Gene Nomenclature Committee (HGNC) was funded from 1 June 2004 for 3 years by the Wellcome Trust to investigate the possibility of annotating genes with GO terms during the process of gene symbol and name assignment. This funding has been extended to 31st October 2007.  The HGNC has now moved to the EBI and no further GO annotation will be undertaken by this group.  UCL and GOA have successfully applied for -British Heart Foundation funding to annotate cardiovascular-associated human genes with GO terms.  This new 5 year funding includes 1.8FTE GO curators, based at UCL, and 0.25FTE bioinformatic support, based at EBI.  http://www.ucl.ac.uk/medicine/cardiovascular-genetics/geneontology.html. A collaborative 5 year application, between EBI, TCD, UCL and MGI, has recently been submitted to the Wellcome Trust.  The aim of this project is the annotation of mammalian genes involved in immune response using GO terms, if successful it would support 3.5FTE GO curators and 0.25FTE bioinformatic support. http://www.geneontology.org/GO.immunology.shtml. 
1. Staff: 

Ruth Lovering (0.8FTE)
Varsha Khodiyar (0.8FTE)
2. Annotation Progress

Since January 2007 the UCL-based team has added over 3,200 GO terms to 627 protein records.  The main focus for the UCL-based team is human proteins and during the past year we have made 1576 associations to 277 human proteins, with an average of 5.7 GO terms added per gene.  
3. Methods and strategies for annotation

(please note % effort on literature curation vs. computational annotation methods)

a. Literature curation: 100%
b. Computational annotation strategies: 0%
c. Priorities for annotation: human genes.  During the past 3 years the priority has been to annotate recently characterised human genes with little previous annotation.  Future priorities will be human genes implicated in cardiovascular disease and processes.
4.  Presentations and Publications

a.
Papers with substantial GO content: In Preparation: Summary of the collaboration between HGNC and GOA; Morphea Microarray Analysis.
b.
Presentations including Talks and Tutorials and Teaching: none
c.
Poster presentations: "Summary of the collaboration between HGNC and GOA" at GO Consortium meeting, Cambridge, UK (January 2007).
5. Other Highlights: 
Submission of 2 grant applications this year. The British Heart Foundation Project will start 1 November 2007, principal applicant: Philippa Talmud, Co-applicants: Rolf Apweiler, Peter Scambler, Mike Hubank.  The outcome of the Wellcome Trust application will be decided in February 2008, principal applicants: Rolf Apweiler, Michael Ashburner, Co-applicants: Cliona O’Farrelly, Ruth Lovering, Judith Blake.
Varsha went on Maternity leave at end August 2007 and is expected to return to work early in April 2008.
A. Ontology Development Contributions:
Ruth Lovering has been involved with the blood pressure ontology term development and attended the blood pressure workshop in Milwaukee, June 2007
B.  Annotation Outreach and User Advocacy Efforts:

Contacting cardiovascular scientists, immunologists, societies and journals to enlist support for GO annotation projects. 

Establishing an International Scientific Advisory Panel for the cardiovascular project: 

Professor Shoumo Bhattacharya - Oxford University
Professor Francois Cambien - INSERM Paris 
Professor Anna Dominiczak - Glasgow University 
Professor Philippe Froguel - Imperial College
Dr Brendan Keating - University of Pennsylvania 
Professor Mark McCarthy - Oxford University 
Professor William McKenna - Unversity College London Hospital 
Professor Dan Rader - University of Pennsylvania 

Professor Aldons J Lusis - UCLA 

Establishing an Immunology Advisory Panel: 

Professor Robert E. W. (Bob) Hancock, 
Professor Adrian Hayday, 
Professor Richard Scheuermann, 
Dr. Stephen J. Simpson (Senior Editor, Science)
Gaining support of cardiovascular and immunological Societies, Groups and Journals:

British Atherosclerosis Society

European Atherosclerosis Societ
European Lipoprotein Club

European Vascular Genomics Network

UK Affymetrix Users Group

Proteomics
Proteomics - Clinical Applications 
C.  Other Highlights:
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