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PAMGO Workshop

July 14-16, 2008

Plant-associated microbes have evolved similar
mechanisms to evade, neurralize or suppress
defense systems of their pl:mt hosts and obrtain
nutrients. Such similarities can only be discovered
if a controlled vocabulary is ser in place to describe
rI.'IESE PI'DI:ESS'ES aml:mgs[ diVE'I'SE micrﬂbe-host
interactions. The PAMGO interest group was
formed to develop new gene ontology (GO) terms
describing the various processes, funcrions and
cellular components related ro microbe-host
interacrions.

The PAMGO Training Workshop will provide
two days of lectures on genome annotation,
including how to evaluate the reliability of gene
models produced by gene prediction software, how
to evaluate functional predicrions produced by
annotation software, whart are the Gene Ontology
and PAMGO, how to use the Gene Ontology to
accurately describe the functions of gene products.
A third day will be devoted to hands-on experience
in annotation of genes involved in host-associared
microbes. Examples for annotation will be chosen
based on the interests of the participants. The
workshop will be valuable to researchers working
in animal-microbe interactions as
plant-microbe INteracrions.

Facts on VBI

+ Provides research and training experiences

well as

to students from high school to graduate
school
+ a leader in transdisciplinary team science

Travel fellowships of up to $800 will be available to
Faculey
undergraduate institutions, and graduate students
from all institutions, are especially encouraged o

apply.

participants. from predﬂminantl}r

PAMGO is supported by grants from the National
Science Foundation and the Narional Research

Initiative of the USDA-CSREES.

Oomycete Workshop

July 16-18, 2008

The goals of the Oomycete Genomics
Research Collaboration Network are (i) to
provide training to odmycete molecular
genetics researchers, especially those from
the
bioinformatics and genomics resources; (ii) to
promote the entry, participation and training
of new investigators into the field of o6mycete

smaller institutions, in use of

genomics, particularly junior faculty and
faculty from institutions under-represented in
the U.S. research infrastructure; and (iii) to
promote communication and collaboration,
and minimize duplication of effort, within the
worldwide o6mycete genomics community.

+ focused on the host-pathogen environment
triangle

+ Bioinformatics: a new and promising
science

+ 22 faculty and over 200 staff

+ Online at heep://www.wbivt.edu

The Oomycete Bioinformatics Workshop will
provide a day of lectures introducing the wide
variety of oomycete genomics and bioinformarics
resources currently available, followed by a two-day
"mini-jamboree” in which parricipants will carry out
in-depth comparisons of genes from the four
oomycete genome sequences currently available:

Phytophthora  sojae,  Phytophthora  ramorum,
Phytophthora  infestans and  Hyaloperonospora
parasitica.

Travel ﬁ:]lowships of up to $800 will be available to
participants.  Faculry predominantly
undergraduate institutions, and graduate students
from all insticutions, are especiallf,-' cnmuraged to
apply. Fellowships of up to $1000 are available to
those attending both workshops.
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The Oomycete Genomics Research Collaboration
Network is supported by a grant from the Nartional
Science Foundation.

Fellowship application deadline: Apirl 15, 2008,
Registration deadline: June 1st, 2008.
Fellowship applications received after April 15ch, 2008 will be

funded on a hrst-come frst-served basis undl funds run our.

Workshop information online at:

hrep:/ fwww.cpevt.edu/vbi-genome/index.html
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