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subsetdef: goslim_candida "Candida GO slim"

subsetdef: goslim_generic "Generic GO slim"

subsetdef: goslim_goa "GOA and proteome slim"

subsetdef: goslim_pir "PIR GO slim"

subsetdef: goslim_plant "Plant GO slim"

subsetdef: goslim_pombe "Fission yeast GO slim"

subsetdef: goslim_yeast "Yeast GO slim"

subsetdef: gosubset_prok "Prokaryotic GO subset"

synonymtypedef: systematic_synonym "Systematic synonym" EXACT

default-namespace: gene_ontology

remark: cvs version: $Revision: 1.754 $

[Term]

id: GO:0000578

name: embryonic axis specification

namespace: biological_process

def: "The establishment, maintenance and elaboration of a pattern along a line or a point in an embryo." [GOC:dph, GOC:go_curators, GOC:sdb_2009, GOC:tb]

synonym: "embryonic axis determination" EXACT []

is_a: GO:0009798 ! axis specification

is_a: GO:0009880 ! embryonic pattern specification

[Term]

id: GO:0001706

name: endoderm formation

namespace: biological_process

def: "The formation of the endoderm during gastrulation." [GOC:go_curators]

synonym: "endoblast formation" NARROW [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001704 ! formation of primary germ layer

relationship: part_of GO:0007492 ! endoderm development

[Term]

id: GO:0002072

name: optic cup morphogenesis involved in camera-type eye development

namespace: biological_process

def: "The invagination of the optic vesicle to form two-walled indentations, the optic cups, that will go on to form the retina. This process begins with the optic vesicle becoming a two-walled structure and its subsequent shape changes. It does not include the fate commitment of cells to become the pigmented retina and the neural retina. An example of this process is found in Mus musculus." [GOC:dph, GOC:mtg_sensu, GOC:sdb_2009, GOC:tb, ISBN:0878932437]

synonym: "optic cup morphogenesis involved in camera-style eye development" EXACT []

is_a: GO:0016331 ! morphogenesis of embryonic epithelium

relationship: part_of GO:0060900 ! embryonic camera-type eye formation

[Term]

id: GO:0009830

name: cell wall disassembly involved in abscission

namespace: biological_process

def: "A cellular process that results in the breakdown of the cell wall that contributes to the process of abscission." [GOC:dph, GOC:lr, GOC:sdb_2009, GOC:tb]

is_a: GO:0009827 ! plant-type cell wall modification

is_a: GO:0060871 ! cell wall disassembly

relationship: part_of GO:0009838 ! abscission

[Term]

id: GO:0009913

name: epidermal cell differentiation

namespace: biological_process

alt_id: GO:0043355

def: "The process whereby a relatively unspecialized cell acquires specialized features of an epidermal cell, any of the cells making up the epidermis." [GOC:dph, GOC:go_curators, GOC:mtg_sensu, GOC:sdb_2009, GOC:tb]

synonym: "hypodermal cell differentiation" RELATED [GOC:kmv, GOC:rk]

is_a: GO:0030154 ! cell differentiation

relationship: part_of GO:0008544 ! epidermis development

[Term]

id: GO:0021774

name: retinoic acid receptor signaling pathway involved in ventral spinal cord interneuron specification

namespace: biological_process

def: "The series of molecular signals initiated by binding of a ligand to a retinoic acid receptor in a precursor cell in the ventral spinal cord that contributes to the commitment of the precursor cell to an interneuron fate." [GO_REF:0000021, GOC:cls, GOC:dgh, GOC:dph, GOC:jic, GOC:mtg_15jun06, GOC:sdb_2009, GOC:tb, PMID:11262869]

comment: This term was added by GO_REF:0000021.

synonym: "retinoic acid receptor signalling pathway involved in ventral spinal cord interneuron specification" EXACT []

is_a: GO:0060895 ! retinoic acid receptor signaling pathway involved in spinal cord dorsal/ventral patterning

relationship: part_of GO:0021521 ! ventral spinal cord interneuron specification

[Term]

id: GO:0030216

name: keratinocyte differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized cell acquires specialized features of a keratinocyte." [GOC:dph, GOC:mah, GOC:sdb_2009, GOC:tb]

synonym: "keratinocyte cell differentiation" EXACT []

is_a: GO:0009913 ! epidermal cell differentiation

[Term]

id: GO:0031424

name: keratinization

namespace: biological_process

def: "The process in which the cytoplasm of the outermost cells of the vertebrate epidermis is replaced by keratin. Keratinization occurs in the stratum corneum, feathers, hair, claws, nails, hooves, and horns." [GOC:dph, GOC:ebc, GOC:sdb_2009, GOC:tb]

is_a: GO:0032502 ! developmental process

relationship: part_of GO:0030216 ! keratinocyte differentiation

[Term]

id: GO:0046619

name: optic placode formation involved in camera-type eye

namespace: biological_process

def: "Establishment and formation of the optic placode, paired ectodermal placodes that become invaginated to form the embryonic lens vesicles." [GOC:dph, GOC:mtg_sensu, GOC:sdb_2009, GOC:tb, http://cancerweb.ncl.ac.uk/]

synonym: "optic placode formation (sensu Mammalia)" EXACT []

synonym: "optic placode formation in camera-type eye" EXACT []

synonym: "optic placode formation involved in camera-style eye" EXACT []

is_a: GO:0001743 ! optic placode formation

relationship: part_of GO:0060900 ! embryonic camera-type eye formation

[Term]

id: GO:0060771

name: phyllotactic patterning

namespace: biological_process

def: "The radial pattern formation process that results in the formation of leaf or flower primordia around the center of a shoot apical meristem." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009956 ! radial pattern formation

created_by: dph

creation_date: 2009-07-25T06:20:33Z

[Term]

id: GO:0060772

name: leaf phyllotactic patterning

namespace: biological_process

def: "The radial pattern formation process that results in the formation of leaf primordia around the center of a shoot apical meristem." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060771 ! phyllotactic patterning

created_by: dph

creation_date: 2009-07-25T06:27:15Z

[Term]

id: GO:0060773

name: flower phyllotactic patterning

namespace: biological_process

def: "The radial pattern formation process that results in the formation of flower primordia around the center of a shoot apical meristem." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060771 ! phyllotactic patterning

created_by: dph

creation_date: 2009-07-25T06:28:38Z

[Term]

id: GO:0060774

name: auxin mediated signaling pathway involved in phyllotactic patterning

namespace: biological_process

def: "The series of molecular signals generated in response to detection of auxin that contributes to the radial pattern formation process resulting in the formation of leaf or flower primordia around the center of a shoot apical meristem." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009734 ! auxin mediated signaling pathway

relationship: part_of GO:0060771 ! phyllotactic patterning

created_by: dph

creation_date: 2009-07-25T06:31:13Z

[Term]

id: GO:0060775

name: planar cell polarity pathway involved in mediolateral intercalation

namespace: biological_process

def: "The series of molecular signals initiated by binding of a Wnt protein to a receptor on the surface of the target cell where activated receptors signal via downstream effectors including C-Jun N-terminal kinase (JNK) contributing to the interdigitation of cells along the mediolateral axis during gastrulation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060071 ! Wnt receptor signaling pathway, planar cell polarity pathway

relationship: part_of GO:0060031 ! mediolateral intercalation

created_by: dph

creation_date: 2009-07-25T06:52:50Z

[Term]

id: GO:0060776

name: simple leaf morphogenesis

namespace: biological_process

def: "The leaf morphogenesis process which results in the shaping of a simple leaf. A simple leaf is a leaf in which the lamina is undivided." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009965 ! leaf morphogenesis

created_by: dph

creation_date: 2009-07-25T07:08:44Z

[Term]

id: GO:0060777

name: compound leaf morphogenesis

namespace: biological_process

def: "The leaf morphogenesis process that results in the shaping of a compound leaf. A compound leaf is a leaf having two or more distinct leaflets that are evident as such from early in development." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009965 ! leaf morphogenesis

created_by: dph

creation_date: 2009-07-25T07:12:30Z

[Term]

id: GO:0060778

name: primary leaflet morphogenesis

namespace: biological_process

def: "The process by which the primary leaflet attains its shape. A primary leaflet is a leaflet that develops directly from the rachis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060794 ! leaflet morphogenesis

created_by: dph

creation_date: 2009-07-25T07:15:48Z

[Term]

id: GO:0060779

name: secondary leaflet morphogenesis

namespace: biological_process

def: "The process by which the secondary leaflet attains its shape. A secondary leaflet develops by branching or division of a primary leaflet." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060794 ! leaflet morphogenesis

created_by: dph

creation_date: 2009-07-25T07:19:02Z

[Term]

id: GO:0060780

name: intercalary leaflet morphogenesis

namespace: biological_process

def: "The process by which the intercalary leaflet attains its shape. An intercalary leaflet is a leaflet that develops between primary leaflets." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060794 ! leaflet morphogenesis

created_by: dph

creation_date: 2009-07-25T07:20:46Z

[Term]

id: GO:0060787

name: positive regulation of posterior neural plate formation by fibroblast growth factor receptor signaling pathway

namespace: biological_process

def: "Any process that increases the rate or extent of the formation of the posterior neural plate, the posterior end of the flat, thickened layer of ectodermal cells known as the neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

synonym: "positive regulation of posterior neural plate formation by FGF receptor signaling pathway" RELATED [GOC:dph, GOC:tb]

is_a: GO:0008543 ! fibroblast growth factor receptor signaling pathway

is_a: GO:0022603 ! regulation of anatomical structure morphogenesis

is_a: GO:0045995 ! regulation of embryonic development

is_a: GO:0051094 ! positive regulation of developmental process

relationship: positively_regulates GO:0090018 ! posterior neural plate formation

created_by: dph

creation_date: 2009-08-04T09:48:31Z

[Term]

id: GO:0060788

name: ectodermal placode formation

namespace: biological_process

def: "The developmental process by which an ectodermal placode forms. An ectodermal placode is a thickening of the ectoderm that is the primordium of many structures derived from the ectoderm." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

created_by: dph

creation_date: 2009-08-04T12:15:57Z

[Term]

id: GO:0060789

name: hair follicle placode formation

namespace: biological_process

def: "The developmental process by which a hair placode forms. An hair follicle placode is a thickening of the ectoderm that will give rise to the hair follicle bud." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060788 ! ectodermal placode formation

relationship: part_of GO:0001942 ! hair follicle development

created_by: dph

creation_date: 2009-08-04T12:18:26Z

[Term]

id: GO:0060790

name: tooth placode formation

namespace: biological_process

def: "The developmental process by which the tooth placode forms. An tooth placode is a thickening of the ectoderm that will give rise to the tooth bud." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060788 ! ectodermal placode formation

relationship: part_of GO:0042475 ! odontogenesis of dentine-containing tooth

created_by: dph

creation_date: 2009-08-04T12:21:47Z

[Term]

id: GO:0060791

name: sebaceous gland placode formation

namespace: biological_process

def: "The developmental process by which a sebaceous gland placode forms. A sebaceous gland placode is a thickening of the ectoderm that will give rise to the sebaceous gland bud." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060788 ! ectodermal placode formation

relationship: part_of GO:0048733 ! sebaceous gland development

created_by: dph

creation_date: 2009-08-04T12:23:09Z

[Term]

id: GO:0060792

name: sweat gland development

namespace: biological_process

def: "The progression of the sweat gland over time, from its formation to the mature structure. Sweat glands secrete an aqueous solution that is used in thermoregulation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048732 ! gland development

created_by: dph

creation_date: 2009-08-04T12:35:12Z

[Term]

id: GO:0060793

name: sweat gland placode formation

namespace: biological_process

def: "The developmental process by which the sweat gland placode forms. An sweat gland placode is a thickening of the ectoderm that will give rise to the sweat gland bud." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060788 ! ectodermal placode formation

relationship: part_of GO:0060792 ! sweat gland development

created_by: dph

creation_date: 2009-08-04T12:38:10Z

[Term]

id: GO:0060794

name: leaflet morphogenesis

namespace: biological_process

def: "The process by which the anatomical structures of the leaflet are generated and organized. Morphogenesis pertains to the creation of form." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009653 ! anatomical structure morphogenesis

relationship: part_of GO:0060777 ! compound leaf morphogenesis

created_by: dph

creation_date: 2009-08-04T02:58:14Z

[Term]

id: GO:0060795

name: cell fate commitment involved in the formation of primary germ layers

namespace: biological_process

def: "The commitment of cells to specific cell fates of the endoderm, ectoderm and mesoderm as a part of gastrulation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045165 ! cell fate commitment

relationship: part_of GO:0001704 ! formation of primary germ layer

created_by: dph

creation_date: 2009-08-04T03:11:22Z

[Term]

id: GO:0060796

name: regulation of transcription involved in primary germ layer cell fate commitment

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter that results in cells adopting an endoderm, ectoderm or mesoderm cell fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060850 ! regulation of transcription involved in cell fate commitment

relationship: part_of GO:0060795 ! cell fate commitment involved in the formation of primary germ layers

created_by: dph

creation_date: 2009-08-04T03:40:21Z

[Term]

id: GO:0060797

name: transforming growth factor beta receptor signaling pathway involved in primary germ layer cell fate commitment

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands and ultimately resulting in the commitment of an unspecified fate to adopt a mesoderm fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007179 ! transforming growth factor beta receptor signaling pathway

relationship: part_of GO:0060795 ! cell fate commitment involved in the formation of primary germ layers

created_by: dph

creation_date: 2009-08-04T03:41:44Z

[Term]

id: GO:0060798

name: transforming growth factor beta receptor signaling pathway involved in mesodermal cell fate specification

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands and ultimately resulting in the specification of a mesodermal fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060797 ! transforming growth factor beta receptor signaling pathway involved in primary germ layer cell fate commitment

relationship: part_of GO:0007501 ! mesodermal cell fate specification

created_by: dph

creation_date: 2009-08-06T11:16:11Z

[Term]

id: GO:0060799

name: transforming growth factor beta receptor signaling pathway involved in endodermal cell fate specification

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands and ultimately resulting in the commitment of an unspecified fate to adopt an endoderm fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060797 ! transforming growth factor beta receptor signaling pathway involved in primary germ layer cell fate commitment

relationship: part_of GO:0001714 ! endodermal cell fate specification

created_by: dph

creation_date: 2009-08-06T11:24:01Z

[Term]

id: GO:0060800

name: regulation of cell differentiation involved in embryonic placenta development

namespace: biological_process

def: "Any process that modulates the rate, frequency or extent of cell differentiation that contributes to the progression of the placenta over time, from its initial condition to its mature state." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045595 ! regulation of cell differentiation

is_a: GO:0045995 ! regulation of embryonic development

relationship: regulates GO:0060706 ! cell differentiation involved in embryonic placenta development

created_by: dph

creation_date: 2009-08-06T01:20:25Z

[Term]

id: GO:0060801

name: negative regulation of trophoblast cell differentiation by transforming growth factor beta signaling pathway

namespace: biological_process

def: "The transforming growth factor signaling process that decreases the rate, frequency, or extent of trophoblast stem cells differentiating into the more mature cells of the trophoblast." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060806 ! negative regulation of cell differentiation involved in embryonic placenta development

created_by: dph

creation_date: 2009-08-06T01:24:24Z

[Term]

id: GO:0060802

name: epiblast cell-extraembryonic ectoderm cell signaling involved in anterior/posterior axis specification

namespace: biological_process

def: "Any process that mediates the transfer of information from an epiblast cell to an extraembryonic ectoderm cell that contributes to the specification of the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007267 ! cell-cell signaling

relationship: part_of GO:0009948 ! anterior/posterior axis specification

created_by: dph

creation_date: 2009-08-06T01:36:13Z

[Term]

id: GO:0060803

name: BMP signaling pathway involved in mesodermal cell fate specification

namespace: biological_process

def: "A series of molecular signals generated as a consequence of any member of the BMP (bone morphogenetic protein) family binding to a cell surface receptor and ultimately resulting in an cell becoming specified to adopt a mesodermal fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030509 ! BMP signaling pathway

relationship: part_of GO:0007501 ! mesodermal cell fate specification

created_by: dph

creation_date: 2009-08-06T01:47:39Z

[Term]

id: GO:0060804

name: positive regulation of WNT receptor signaling pathway by BMP signaling pathway

namespace: biological_process

def: "A series of molecular signals generated as a consequence of any member of the BMP (bone morphogenetic protein) family binding to a cell surface receptor that results in an increase in the rate, frequency or extent of a WNT receptor signaling pathway." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030177 ! positive regulation of Wnt receptor signaling pathway

is_a: GO:0030509 ! BMP signaling pathway

created_by: dph

creation_date: 2009-08-06T01:52:48Z

[Term]

id: GO:0060805

name: negative regulation of trophoblast cell differentiation by transcription regulation from RNA polymerase II promoter

namespace: biological_process

def: "Any process that modulates the rate, frequency or extent of transcription from an RNA polymerase II promoter ultimately resulting in a decrease in trophoblast stem cells differentiating into the more mature cells of the trophoblast." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060806 ! negative regulation of cell differentiation involved in embryonic placenta development

created_by: dph

creation_date: 2009-08-06T01:58:25Z

[Term]

id: GO:0060806

name: negative regulation of cell differentiation involved in embryonic placenta development

namespace: biological_process

def: "Any process that decreases the rate, frequency or extent of cell differentiation that contributes to the progression of the placenta over time, from its initial condition to its mature state." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045596 ! negative regulation of cell differentiation

is_a: GO:0060800 ! regulation of cell differentiation involved in embryonic placenta development

relationship: negatively_regulates GO:0060706 ! cell differentiation involved in embryonic placenta development

created_by: dph

creation_date: 2009-08-06T02:02:18Z

[Term]

id: GO:0060807

name: regulation of transcription from RNA polymerase II promoter involved in definitive endodermal cell fate specification

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter that ultimately results in a cell being specified to adopt a definitive endodermal cell fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0006357 ! regulation of transcription from RNA polymerase II promoter

relationship: part_of GO:0001714 ! endodermal cell fate specification

created_by: dph

creation_date: 2009-08-06T02:14:09Z

[Term]

id: GO:0060808

name: positive regulation of mesodermal to mesenchymal transition involved in gastrulation

namespace: biological_process

def: "Any process that increases the rate, frequency, or extent of epithelial to mesenchymal transition. Epithelial to mesenchymal transition where a mesodermal cell loses apical/basolateral polarity, severs intercellular adhesive junctions, degrades basement membrane components and becomes a migratory mesenchymal cell as part of the process of gastrulation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0010470 ! regulation of gastrulation

is_a: GO:0010718 ! positive regulation of epithelial to mesenchymal transition

relationship: positively_regulates GO:0060809 ! mesodermal to mesenchymal transition involved in gastrulation

created_by: dph

creation_date: 2009-08-06T02:32:53Z

[Term]

id: GO:0060809

name: mesodermal to mesenchymal transition involved in gastrulation

namespace: biological_process

def: "The epithelial to mesenchymal transition process in which a mesodermal cell loses apical/basolateral polarity, severs intercellular adhesive junctions, degrades basement membrane components and becomes a migratory mesenchymal cell as part of the process of gastrulation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001837 ! epithelial to mesenchymal transition

relationship: part_of GO:0007369 ! gastrulation

created_by: dph

creation_date: 2009-08-06T02:42:09Z

[Term]

id: GO:0060810

name: intracellular mRNA localization involved in pattern specification process

namespace: biological_process

def: "Any process by which mRNA is transported to, or maintained in, a specific location within an oocyte that results in a pattern being established in the embryo." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0008298 ! intracellular mRNA localization

relationship: part_of GO:0007389 ! pattern specification process

created_by: dph

creation_date: 2009-08-07T09:19:58Z

[Term]

id: GO:0060811

name: intracellular mRNA localization involved in anterior/posterior axis specification

namespace: biological_process

def: "Any process by which mRNA is transported to, or maintained in, a specific location within the oocyte and/or syncytial embryo that contributes to the specification of the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060810 ! intracellular mRNA localization involved in pattern specification process

relationship: part_of GO:0009948 ! anterior/posterior axis specification

created_by: dph

creation_date: 2009-08-07T09:26:22Z

[Term]

id: GO:0060812

name: orthodenticle mRNA localization

namespace: biological_process

def: "Any process by which orthodenticle mRNA is transported to and maintained in the oocyte and/or syncytial embryo as part of the process that will specify the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060811 ! intracellular mRNA localization involved in anterior/posterior axis specification

created_by: dph

creation_date: 2009-08-07T09:39:01Z

[Term]

id: GO:0060813

name: anterior mRNA localization involved in anterior/posterior axis specification

namespace: biological_process

def: "Any process by which a mRNA is transported to, and maintained in the anterior portion of the oocyte and/or syncytial embryo contributing to the specification of the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060811 ! intracellular mRNA localization involved in anterior/posterior axis specification

created_by: dph

creation_date: 2009-08-07T09:51:47Z

[Term]

id: GO:0060814

name: posterior mRNA localization involved in anterior/posterior axis specification

namespace: biological_process

def: "Any process by which a mRNA is transported to and maintained in the oocyte and/or syncytial embryo contributing to the specification of the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060811 ! intracellular mRNA localization involved in anterior/posterior axis specification

created_by: dph

creation_date: 2009-08-07T09:54:54Z

[Term]

id: GO:0060815

name: regulation of translation involved in anterior/posterior axis specification

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of translation of mRNAs that contribute to the specification of the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0006417 ! regulation of translation

relationship: part_of GO:0009948 ! anterior/posterior axis specification

created_by: dph

creation_date: 2009-08-07T10:02:31Z

[Term]

id: GO:0060816

name: random inactivation of X chromosome

namespace: biological_process

def: "Compensating for the two-fold variation in X-chromosome:autosome ratios between sexes by a global inactivation of all, or most of, the genes on either the paternal or maternal X-chromosome in the XX sex." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009048 ! dosage compensation, by inactivation of X chromosome

created_by: dph

creation_date: 2009-08-11T10:47:30Z

[Term]

id: GO:0060817

name: inactivation of paternal X chromosome

namespace: biological_process

def: "Compensating for the two-fold variation in X-chromosome:autosome ratios between sexes by a global inactivation of all, or most of, the genes specifically on the paternal X-chromosome in the XX sex." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009048 ! dosage compensation, by inactivation of X chromosome

created_by: dph

creation_date: 2009-08-11T10:50:20Z

[Term]

id: GO:0060818

name: inactivation of paternal X chromosome by genetic imprinting

namespace: biological_process

def: "Compensating for the two-fold variation in X-chromosome:autosome ratios between sexes by a global inactivation of all, or most of, the genes on the paternal X-chromosome in the XX sex by genetic imprinting." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060817 ! inactivation of paternal X chromosome

is_a: GO:0060819 ! inactivation of X chromosome by genetic imprinting

created_by: dph

creation_date: 2009-08-11T10:52:31Z

[Term]

id: GO:0060819

name: inactivation of X chromosome by genetic imprinting

namespace: biological_process

def: "Compensating for the two-fold variation in X-chromosome:autosome ratios between sexes by a global inactivation of all, or most of, the genes on one of the X-chromosomes in the XX sex by genetic imprinting." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0006349 ! genetic imprinting

is_a: GO:0009048 ! dosage compensation, by inactivation of X chromosome

created_by: dph

creation_date: 2009-08-11T10:56:06Z

[Term]

id: GO:0060820

name: inactivation of X chromosome by heterochromatin formation

namespace: biological_process

def: "Compensating for the two-fold variation in X-chromosome:autosome ratios between sexes by a global inactivation of all, or most of, the genes on one of the X-chromosomes in the XX sex by the mechanism of heterochromatin formation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009048 ! dosage compensation, by inactivation of X chromosome

is_a: GO:0031507 ! heterochromatin formation

created_by: dph

creation_date: 2009-08-11T10:58:06Z

[Term]

id: GO:0060821

name: inactivation of X chromosome by DNA methylation

namespace: biological_process

def: "Compensating for the two-fold variation in X-chromosome:autosome ratios between sexes by a global inactivation of all, or most of, the genes on one of the X-chromosomes in the XX sex by a mechanism of DNA methylation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009048 ! dosage compensation, by inactivation of X chromosome

created_by: dph

creation_date: 2009-08-11T11:02:19Z

[Term]

id: GO:0060822

name: transforming growth factor beta receptor signaling pathway involved in axial mesodermal cell fate specification

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands and ultimately resulting in the specification of an axial mesodermal fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060798 ! transforming growth factor beta receptor signaling pathway involved in mesodermal cell fate specification

relationship: part_of GO:0048327 ! axial mesodermal cell fate specification

created_by: dph

creation_date: 2009-08-11T12:55:33Z

[Term]

id: GO:0060823

name: Wnt receptor signaling pathway through beta-catenin involved in neural plate anterior/posterior pattern formation

namespace: biological_process

def: "The series of molecular signals initiated by binding of Wnt protein to a frizzled family receptor on the surface of the target cell and ending with a change in transcription of target genes that contributes to the formation of the neural plate anterior/posterior pattern." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060070 ! Wnt receptor signaling pathway through beta-catenin

relationship: part_of GO:0021999 ! neural plate anterior/posterior pattern formation

created_by: dph

creation_date: 2009-08-11T01:22:42Z

[Term]

id: GO:0060824

name: retinoic acid receptor signaling pathway involved in neural plate anterior/posterior pattern formation

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a retinoic acid receptor binding to one of its physiological ligands that contributes to the formation of the anterior/posterior pattern of the neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048384 ! retinoic acid receptor signaling pathway

relationship: part_of GO:0021999 ! neural plate anterior/posterior pattern formation

created_by: dph

creation_date: 2009-08-11T01:30:57Z

[Term]

id: GO:0060825

name: fibroblast growth factor receptor signaling pathway involved in neural plate anterior/posterior pattern formation

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a fibroblast growth factor receptor binding to one of its physiological ligands contributing to the anterior/posterior pattern of the neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0008543 ! fibroblast growth factor receptor signaling pathway

relationship: part_of GO:0021999 ! neural plate anterior/posterior pattern formation

created_by: dph

creation_date: 2009-08-11T01:40:03Z

[Term]

id: GO:0060826

name: transforming growth factor beta receptor signaling pathway involved in neural plate anterior/posterior pattern formation

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands, contributing to the formation of the neural plate anterior/posterior pattern." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007179 ! transforming growth factor beta receptor signaling pathway

relationship: part_of GO:0021999 ! neural plate anterior/posterior pattern formation

created_by: dph

creation_date: 2009-08-11T01:43:29Z

[Term]

id: GO:0060827

name: regulation of Wnt receptor signaling pathway involved in neural plate anterior/posterior pattern formation

namespace: biological_process

def: "Any process that modulates the rate, frequency, or extent of Wnt receptor signaling through beta-catenin that results in the formation of the neural plate anterior/posterior pattern." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0022603 ! regulation of anatomical structure morphogenesis

is_a: GO:0045995 ! regulation of embryonic development

is_a: GO:0060828 ! regulation of Wnt receptor signaling pathway through beta-catenin

relationship: regulates GO:0060823 ! Wnt receptor signaling pathway through beta-catenin involved in neural plate anterior/posterior pattern formation

created_by: dph

creation_date: 2009-08-11T01:48:52Z

[Term]

id: GO:0060828

name: regulation of Wnt receptor signaling pathway through beta-catenin

namespace: biological_process

def: "Any process that modulates the rate, frequency, or extent of the Wnt receptor signaling pathway through beta-catenin, the series of molecular signals initiated by binding of Wnt protein to a frizzled family receptor on the surface of the target cell and ending with a change in transcription of target genes." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030111 ! regulation of Wnt receptor signaling pathway

relationship: regulates GO:0060070 ! Wnt receptor signaling pathway through beta-catenin

created_by: dph

creation_date: 2009-08-11T01:54:47Z

[Term]

id: GO:0060829

name: negative regulation of Wnt receptor signaling pathway involved in neural plate anterior/posterior pattern formation

namespace: biological_process

def: "Any process that decreases the rate, frequency, or extent of the Wnt receptor signaling pathway through beta-catenin in the anterior end of the neural plate. This regulation sets up a Wnt signaling gradient along the anterior/posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030178 ! negative regulation of Wnt receptor signaling pathway

is_a: GO:0060827 ! regulation of Wnt receptor signaling pathway involved in neural plate anterior/posterior pattern formation

created_by: dph

creation_date: 2009-08-11T01:58:33Z

[Term]

id: GO:0060830

name: ciliary receptor clustering involved in smoothened signaling pathway

namespace: biological_process

def: "Grouping of smoothened or patched receptors in a cilium, contributing to the smoothened signaling pathway." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0043113 ! receptor clustering

relationship: part_of GO:0007224 ! smoothened signaling pathway

created_by: dph

creation_date: 2009-08-11T02:06:33Z

[Term]

id: GO:0060831

name: smoothened signaling pathway involved in dorsal/ventral neural tube patterning

namespace: biological_process

def: "The series of molecular signals generated as a consequence of activation of the transmembrane protein Smoothened contributing to the dorsal/ventral pattern of the neural tube." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007224 ! smoothened signaling pathway

relationship: part_of GO:0021904 ! dorsal/ventral neural tube patterning

created_by: dph

creation_date: 2009-08-11T02:12:58Z

[Term]

id: GO:0060832

name: oocyte animal/vegetal axis specification

namespace: biological_process

def: "The establishment, maintenance and elaboration of the animal/vegetal axis in the oocyte. The animal/vegetal axis of an oocyte is defined by the placement of the nucleus in the oocyte and can sometimes be identified by the asymmetric placement of other substances such as yolk in the oocyte. The pole of the egg that is closest to the nucleus defines the animal end, with the axis passing through the nucleus." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007309 ! oocyte axis specification

created_by: dph

creation_date: 2009-08-11T03:11:06Z

[Term]

id: GO:0060833

name: Wnt receptor signaling pathway involved in animal/vegetal axis specification

namespace: biological_process

def: "The series of molecular signals initiated by binding of Wnt protein to a frizzled family receptor on the surface of the target cell contributing to the specification of the animal/vegetal axis of an oocyte." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0016055 ! Wnt receptor signaling pathway

relationship: part_of GO:0060832 ! oocyte animal/vegetal axis specification

created_by: dph

creation_date: 2009-08-11T03:20:39Z

[Term]

id: GO:0060834

name: oral/aboral axis specification

namespace: biological_process

def: "The establishment, maintenance and elaboration of a line that delineates the mouth and the anus of an embryo." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0000578 ! embryonic axis specification

created_by: dph

creation_date: 2009-08-11T03:25:26Z

[Term]

id: GO:0060835

name: transforming growth factor receptor beta signaling pathway involved in oral/aboral axis specification

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands that contributes to the specification of the oral/aboral axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007179 ! transforming growth factor beta receptor signaling pathway

relationship: part_of GO:0060834 ! oral/aboral axis specification

created_by: dph

creation_date: 2009-08-11T03:30:40Z

[Term]

id: GO:0060836

name: lymphatic endothelial cell differentiation

namespace: biological_process

def: "The process whereby a venous blood vessel endothelial cell acquires specialized features of a lymphatic vessel endothelial cell, a thin flattened cell that lines the inside surfaces of lymph vessels." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045446 ! endothelial cell differentiation

relationship: part_of GO:0001945 ! lymph vessel development

created_by: dph

creation_date: 2009-08-11T03:45:20Z

[Term]

id: GO:0060837

name: blood vessel endothelial cell differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized cell acquires specialized features of a blood vessel endothelial cell, a thin flattened cell that lines the inside surfaces of blood vessels." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045446 ! endothelial cell differentiation

relationship: part_of GO:0001568 ! blood vessel development

created_by: dph

creation_date: 2009-08-11T03:47:36Z

[Term]

id: GO:0060838

name: lymphatic endothelial cell fate commitment

namespace: biological_process

def: "The commitment of a venous blood vessel endothelial cell to a lymphatic endothelial cell fate and its capacity to differentiate into a lymphatic endothelial cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060839 ! endothelial cell fate commitment

relationship: part_of GO:0060836 ! lymphatic endothelial cell differentiation

created_by: dph

creation_date: 2009-08-11T03:51:45Z

[Term]

id: GO:0060839

name: endothelial cell fate commitment

namespace: biological_process

def: "The commitment of a cell to an endothelial cell fate and its capacity to differentiate into an endothelial cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045165 ! cell fate commitment

relationship: part_of GO:0045446 ! endothelial cell differentiation

created_by: dph

creation_date: 2009-08-11T03:52:53Z

[Term]

id: GO:0060840

name: artery development

namespace: biological_process

def: "The progression of the artery over time, from its initial formation to the mature structure. An artery is a blood vessel that carries blood away from the heart to a capillary bed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001568 ! blood vessel development

created_by: dph

creation_date: 2009-08-12T10:10:51Z

[Term]

id: GO:0060841

name: venous blood vessel development

namespace: biological_process

def: "The progression of the venous blood vessel over time from its initial formation to the mature structure. Venous blood vessels carry blood back to the heart after the capillary bed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001568 ! blood vessel development

created_by: dph

creation_date: 2009-08-12T10:14:07Z

[Term]

id: GO:0060842

name: arterial endothelial cell differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized endothelial cell acquires specialized features of an arterial endothelial cell, a thin flattened cell that lines the inside surfaces of arteries." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060837 ! blood vessel endothelial cell differentiation

created_by: dph

creation_date: 2009-08-12T10:41:34Z

[Term]

id: GO:0060843

name: venous endothelial cell differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized endothelial cell acquires specialized features of a venous endothelial cell, a thin flattened cell that lines the inside surfaces of veins." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060837 ! blood vessel endothelial cell differentiation

created_by: dph

creation_date: 2009-08-12T10:43:40Z

[Term]

id: GO:0060844

name: arterial endothelial cell fate commitment

namespace: biological_process

def: "The commitment of a cell to an arterial endothelial cell fate and its capacity to differentiate into an arterial endothelial cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060846 ! blood vessel endothelial cell fate commitment

relationship: part_of GO:0060842 ! arterial endothelial cell differentiation

created_by: dph

creation_date: 2009-08-12T10:49:00Z

[Term]

id: GO:0060845

name: venous endothelial cell fate commitment

namespace: biological_process

def: "The commitment of a cell to a venous endothelial cell fate and its capacity to differentiate into an venous endothelial cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060846 ! blood vessel endothelial cell fate commitment

relationship: part_of GO:0060843 ! venous endothelial cell differentiation

created_by: dph

creation_date: 2009-08-12T10:51:23Z

[Term]

id: GO:0060846

name: blood vessel endothelial cell fate commitment

namespace: biological_process

def: "The commitment of a cell to a blood vessel endothelial cell fate and its capacity to differentiate into a blood vessel endothelial cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060839 ! endothelial cell fate commitment

relationship: part_of GO:0060837 ! blood vessel endothelial cell differentiation

created_by: dph

creation_date: 2009-08-12T10:56:14Z

[Term]

id: GO:0060847

name: endothelial cell fate specification

namespace: biological_process

def: "The process involved in the specification of identity of an endothelial cell. Once specification has taken place, a cell will be committed to differentiate down a specific pathway if left in its normal environment." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001708 ! cell fate specification

relationship: part_of GO:0060839 ! endothelial cell fate commitment

created_by: dph

creation_date: 2009-08-12T11:00:04Z

[Term]

id: GO:0060848

name: endothelial cell fate determination

namespace: biological_process

def: "Process involved in cell fate commitment of an endothelial cell. Once determination has taken place, a cell becomes committed to differentiate down a particular pathway regardless of its environment." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001709 ! cell fate determination

relationship: part_of GO:0060839 ! endothelial cell fate commitment

created_by: dph

creation_date: 2009-08-12T11:11:14Z

[Term]

id: GO:0060849

name: regulation of transcription involved in lymphatic endothelial cell fate commitment

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter that contributes to the commitment of a venous endothelial cell to a lymphatic endothelial cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060850 ! regulation of transcription involved in cell fate commitment

relationship: part_of GO:0060838 ! lymphatic endothelial cell fate commitment

created_by: dph

creation_date: 2009-08-12T11:19:14Z

[Term]

id: GO:0060850

name: regulation of transcription involved in cell fate commitment

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter that contributes to the commitment of a cell to a specific fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0006357 ! regulation of transcription from RNA polymerase II promoter

created_by: dph

creation_date: 2009-08-12T11:40:09Z

[Term]

id: GO:0060851

name: vascular endothelial growth factor receptor signaling pathway involved in lymphatic endothelial cell fate commitment

namespace: biological_process

def: "The series of molecular signals generated as a consequence of vascular endothelial growth factor receptor binding to one of its physiological ligands that contributes to the commitment of a venous endothelial cell to a lymphatic endothelial cell fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048010 ! vascular endothelial growth factor receptor signaling pathway

relationship: part_of GO:0060838 ! lymphatic endothelial cell fate commitment

created_by: dph

creation_date: 2009-08-12T11:45:19Z

[Term]

id: GO:0060852

name: regulation of transcription involved in venous endothelial cell fate commitment

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter that contributes to the commitment of a cell to a specific fate and contributes to a cell adopting a venous endothelial cell fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060845 ! venous endothelial cell fate commitment

is_a: GO:0060850 ! regulation of transcription involved in cell fate commitment

created_by: dph

creation_date: 2009-08-12T11:49:49Z

[Term]

id: GO:0060853

name: Notch signaling pathway involved in arterial endothelial cell fate commitment

namespace: biological_process

def: "The series of molecular signals initiated by binding of an extracellular ligand to a Notch receptor on the surface of the target cell and contributing to the commitment of a cell to an arterial endothelial cell fate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007219 ! Notch signaling pathway

relationship: part_of GO:0060844 ! arterial endothelial cell fate commitment

created_by: dph

creation_date: 2009-08-12T11:54:49Z

[Term]

id: GO:0060854

name: patterning of lymph vessels

namespace: biological_process

def: "The process that regulates the coordinated growth and sprouting of lymph vessels giving rise to the organized lymphatic system." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007389 ! pattern specification process

relationship: part_of GO:0001946 ! lymphangiogenesis

created_by: dph

creation_date: 2009-08-12T12:00:48Z

[Term]

id: GO:0060855

name: venous endothelial cell migration involved in lymph vessel development

namespace: biological_process

def: "The orderly movement of venous endothelial cells out of the veins giving rise to the precursors of lymphatic endothelial cells." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0043534 ! blood vessel endothelial cell migration

relationship: part_of GO:0001945 ! lymph vessel development

created_by: dph

creation_date: 2009-08-12T12:07:27Z

[Term]

id: GO:0060858

name: vesicle-mediated transport involved in floral organ abscission

namespace: biological_process

def: "The directed movement of substances within a cell by a cellular process that begins with the formation of membrane-bounded vesicles in which the transported substances are enclosed or located in the vesicle membrane which are then targeted to, and fuse with, an acceptor membrane contributing to the shedding of a floral organ." [GOC:dph, GOC:sdb_2009, GOC:tb]

synonym: "membrane trafficking involved in floral organ shedding" RELATED [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0016192 ! vesicle-mediated transport

relationship: part_of GO:0010227 ! floral organ abscission

created_by: dph

creation_date: 2009-08-12T03:48:54Z

[Term]

id: GO:0060859

name: regulation of vesicle-mediated transport involved in floral organ abscission

namespace: biological_process

def: "Any process that modulates the rate, frequency, or extent of the directed movement of substances within a cell by a cellular process that begins with the formation of membrane-bounded vesicles in which the transported substances are enclosed or located in the vesicle membrane which are then targeted to, and fuse with, an acceptor membrane contributing to the shedding of a floral organ." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060627 ! regulation of vesicle-mediated transport

is_a: GO:0060860 ! regulation of floral organ abscission

relationship: regulates GO:0060858 ! vesicle-mediated transport involved in floral organ abscission

created_by: dph

creation_date: 2009-08-12T03:56:21Z

[Term]

id: GO:0060860

name: regulation of floral organ abscission

namespace: biological_process

def: "Any process that modulates the rate, frequency, or extent of floral organ abscission, the controlled shedding of floral organs." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009909 ! regulation of flower development

is_a: GO:0050793 ! regulation of developmental process

relationship: regulates GO:0010227 ! floral organ abscission

created_by: dph

creation_date: 2009-08-12T03:59:45Z

[Term]

id: GO:0060861

name: positive regulation of floral organ abscission

namespace: biological_process

def: "Any process that increases the rate, frequency, or extent of floral organ shedding, the controlled shedding of floral organs." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0051094 ! positive regulation of developmental process

is_a: GO:0060860 ! regulation of floral organ abscission

relationship: positively_regulates GO:0010227 ! floral organ abscission

created_by: dph

creation_date: 2009-08-12T04:03:09Z

[Term]

id: GO:0060862

name: negative regulation of floral organ abscission

namespace: biological_process

def: "Any process that decreases the rate, frequency, or extent of floral organ abscission, the controlled shedding of floral organs." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0051093 ! negative regulation of developmental process

is_a: GO:0060860 ! regulation of floral organ abscission

relationship: negatively_regulates GO:0010227 ! floral organ abscission

created_by: dph

creation_date: 2009-08-12T04:05:23Z

[Term]

id: GO:0060863

name: regulation of floral organ abscission by signal transduction

namespace: biological_process

def: "The cascade of processes by which a signal interacts with a receptor, causing a change in the level or activity of a second messenger or other downstream target, and ultimately modulating the rate, or extent of floral organ abscission." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007165 ! signal transduction

is_a: GO:0060860 ! regulation of floral organ abscission

created_by: dph

creation_date: 2009-08-12T04:07:41Z

[Term]

id: GO:0060864

name: positive regulation of floral organ abscission by small GTPase mediated signal transduction

namespace: biological_process

def: "Any series of molecular signals in which a small monomeric GTPase relays one or more of the signals that increases the rate or extent of floral organ abscission." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007264 ! small GTPase mediated signal transduction

is_a: GO:0060861 ! positive regulation of floral organ abscission

is_a: GO:0060863 ! regulation of floral organ abscission by signal transduction

created_by: dph

creation_date: 2009-08-12T04:34:56Z

[Term]

id: GO:0060865

name: negative regulation of floral organ abscission by transmembrane receptor protein serine/threonine kinase signaling pathway

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transmembrane receptor serine/threonine kinase binding to its physiological ligand and contributing to the decrease in the rate or frequency of floral organ abscission." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007178 ! transmembrane receptor protein serine/threonine kinase signaling pathway

is_a: GO:0060862 ! negative regulation of floral organ abscission

created_by: dph

creation_date: 2009-08-12T04:42:14Z

[Term]

id: GO:0060866

name: leaf abscission

namespace: biological_process

def: "The controlled shedding of a leaf." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009838 ! abscission

created_by: dph

creation_date: 2009-08-12T06:33:55Z

[Term]

id: GO:0060867

name: fruit abscission

namespace: biological_process

def: "The controlled shedding of a fruit." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009838 ! abscission

created_by: dph

creation_date: 2009-08-12T06:35:28Z

[Term]

id: GO:0060868

name: regulation of vesicle-mediated transport involved in floral organ abscission by small GTPase mediated signal transduction

namespace: biological_process

def: "Any series of molecular signals in which a small monomeric GTPase relays one or more of the signals that modulates the rate or extent of floral organ abscission." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007264 ! small GTPase mediated signal transduction

is_a: GO:0060859 ! regulation of vesicle-mediated transport involved in floral organ abscission

created_by: dph

creation_date: 2009-08-12T06:52:13Z

[Term]

id: GO:0060869

name: transmembrane receptor protein serine/threonine kinase signaling pathway involved in floral organ abscission

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transmembrane receptor serine/threonine kinase binding to its physiological ligand that contributes to the process of floral organ abscission." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007178 ! transmembrane receptor protein serine/threonine kinase signaling pathway

relationship: part_of GO:0010227 ! floral organ abscission

created_by: dph

creation_date: 2009-08-12T07:02:07Z

[Term]

id: GO:0060870

name: cell wall disassembly involved in floral organ abscission

namespace: biological_process

def: "A cellular process that results in the breakdown of the cell wall that contributes to the process of floral organ abscission." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009830 ! cell wall disassembly involved in abscission

relationship: part_of GO:0010227 ! floral organ abscission

created_by: dph

creation_date: 2009-08-12T07:15:36Z

[Term]

id: GO:0060871

name: cell wall disassembly

namespace: biological_process

def: "A cellular process that results in the breakdown of the cell wall." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0022411 ! cellular component disassembly

created_by: dph

creation_date: 2009-08-12T07:22:52Z

[Term]

id: GO:0060872

name: semicircular canal development

namespace: biological_process

def: "The progression of the semicircular canal from its initial formation to the mature structure." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048856 ! anatomical structure development

relationship: part_of GO:0048839 ! inner ear development

created_by: dph

creation_date: 2009-08-13T09:36:37Z

[Term]

id: GO:0060873

name: anterior semicircular canal development

namespace: biological_process

def: "The progession of the anterior semicircular canal from its initial formation to the mature structure." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060872 ! semicircular canal development

created_by: dph

creation_date: 2009-08-13T09:39:49Z

[Term]

id: GO:0060874

name: posterior semicircular canal development

namespace: biological_process

def: "The progession of the posterior semicircular canal from its initial formation to the mature structure." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060872 ! semicircular canal development

created_by: dph

creation_date: 2009-08-13T09:42:39Z

[Term]

id: GO:0060875

name: lateral semicircular canal development

namespace: biological_process

def: "The progession of the lateral semicircular canal from its initial formation to the mature structure." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060872 ! semicircular canal development

created_by: dph

creation_date: 2009-08-13T09:43:25Z

[Term]

id: GO:0060876

name: semicircular canal formation

namespace: biological_process

def: "The developmental process pertaining to the initial formation of the semicircular canal from the otic vesicle. This process begins with the regionalization of the vesicle that specifies the area where the vesicles will form and continues through the process of fusion which forms the initial tubes." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

relationship: part_of GO:0048752 ! semicircular canal morphogenesis

created_by: dph

creation_date: 2009-08-13T09:45:07Z

[Term]

id: GO:0060877

name: regionalization involved in semicircular canal formation

namespace: biological_process

def: "The pattern specification process by which the otic epithelium is subdivided in space to define an area or volume in which cells will differentiate to give rise to the semicircular canals." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0003002 ! regionalization

relationship: part_of GO:0060876 ! semicircular canal formation

created_by: dph

creation_date: 2009-08-13T09:56:45Z

[Term]

id: GO:0060878

name: pouch outgrowth involved in semicircular canal formation

namespace: biological_process

def: "The morphogenetic process by which an epithelial sheet bends along a linear axis and gives rise to a pouch that will form a semicircular canal." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0002009 ! morphogenesis of an epithelium

is_a: GO:0060571 ! morphogenesis of an epithelial fold

relationship: part_of GO:0060876 ! semicircular canal formation

created_by: dph

creation_date: 2009-08-13T10:01:01Z

[Term]

id: GO:0060879

name: semicircular canal fusion

namespace: biological_process

def: "Creation of the central hole of the semicircular canal by sealing the edges of the pouch that forms ruing the process of semicircular canal formation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060606 ! tube closure

relationship: part_of GO:0060876 ! semicircular canal formation

created_by: dph

creation_date: 2009-08-13T10:05:51Z

[Term]

id: GO:0060880

name: cell morphogenesis involved in semicircular canal fusion

namespace: biological_process

def: "The change in form (cell shape and size) that occurs when a semicircular canal epithelial cell acquires the structural features that allow it to contribute to the process of semicircular canal fusion." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0000904 ! cell morphogenesis involved in differentiation

relationship: part_of GO:0060879 ! semicircular canal fusion

created_by: dph

creation_date: 2009-08-13T10:13:25Z

[Term]

id: GO:0060881

name: basal lamina disassembly

namespace: biological_process

def: "A process that results in the breakdown of the basal lamina." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0022617 ! extracellular matrix disassembly

created_by: dph

creation_date: 2009-08-13T11:27:24Z

[Term]

id: GO:0060882

name: basal lamina disassembly involved in semicircular canal fusion

namespace: biological_process

def: "A process that results in the breakdown of the basal lamina that contributes to the process of semicircular canal fusion." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060881 ! basal lamina disassembly

relationship: part_of GO:0060876 ! semicircular canal formation

created_by: dph

creation_date: 2009-08-13T11:29:52Z

[Term]

id: GO:0060883

name: regulation of basal lamina disassembly involved in semicircular canal fusion by cell communication

namespace: biological_process

def: "Any process that mediates interactions between a cell and its surroundings that modulates of the rate, frequency or extent of basal lamina disassembly involved in semicircular canal fusion." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007154 ! cell communication

is_a: GO:0010715 ! regulation of extracellular matrix disassembly

relationship: regulates GO:0060882 ! basal lamina disassembly involved in semicircular canal fusion

created_by: dph

creation_date: 2009-08-13T11:31:56Z

[Term]

id: GO:0060884

name: clearance of cells from fusion plate

namespace: biological_process

def: "The morphogenetic process by which cells are removed from the inner loop of a semicircular canal." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0002009 ! morphogenesis of an epithelium

relationship: part_of GO:0048752 ! semicircular canal morphogenesis

created_by: dph

creation_date: 2009-08-13T12:25:59Z

[Term]

id: GO:0060885

name: clearance of cells from fusion plate by apoptosis

namespace: biological_process

def: "The process of apoptosis that contributes to the shaping of the semicircular canal by removing cells in the fusion plate, forming the loops of the canals." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060561 ! apoptosis involved in morphogenesis

is_a: GO:0060884 ! clearance of cells from fusion plate

created_by: dph

creation_date: 2009-08-13T12:30:17Z

[Term]

id: GO:0060886

name: clearance of cells from fusion plate by epithelial to mesenchymal transition

namespace: biological_process

def: "The process of epithelial to mesenchymal transition that contributes to the shaping of the semicircular canal by effectively removing epithelial cells from the fusion plate, forming the loops of the canals." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0001837 ! epithelial to mesenchymal transition

is_a: GO:0060884 ! clearance of cells from fusion plate

created_by: dph

creation_date: 2009-08-13T12:34:19Z

[Term]

id: GO:0060887

name: limb epidermis development

namespace: biological_process

def: "The process whose specific outcome is the progression of the epidermis of the limb over time, from its formation to the mature structure. The limb epidermis is the outer epithelial layer of the limb, it is a complex stratified squamous epithelium." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0008544 ! epidermis development

relationship: part_of GO:0060173 ! limb development

created_by: dph

creation_date: 2009-08-13T12:39:39Z

[Term]

id: GO:0060888

name: limb epidermis stratification

namespace: biological_process

def: "The pattern specification process by which the epidermis of the limb is subdivided in space to define a volume in which specific patterns of basal cell, spinous cell and granular cells will differentiate giving rise to the layers of the limb epidermis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0003002 ! regionalization

is_a: GO:0060887 ! limb epidermis development

created_by: dph

creation_date: 2009-08-13T12:45:48Z

[Term]

id: GO:0060889

name: limb basal epidermal cell differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized cell acquires specialized features of a limb epidermal basal cell. A epidermal basal cell cell is a cell that retains the ability to divide and proliferate throughout life to provide progenitor cells that can differentiate into more specialized cell of the limb epidermis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009913 ! epidermal cell differentiation

is_a: GO:0048863 ! stem cell differentiation

relationship: part_of GO:0060887 ! limb epidermis development

created_by: dph

creation_date: 2009-08-13T01:22:12Z

[Term]

id: GO:0060890

name: limb spinous cell differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized cell acquires specialized features of a limb epidermal spinous cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030216 ! keratinocyte differentiation

relationship: part_of GO:0060887 ! limb epidermis development

created_by: dph

creation_date: 2009-08-13T01:31:30Z

[Term]

id: GO:0060891

name: limb granular cell differentiation

namespace: biological_process

def: "The process whereby a relatively unspecialized cell acquires specialized features of a limb epidermal granular cell." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030216 ! keratinocyte differentiation

relationship: part_of GO:0060887 ! limb epidermis development

created_by: dph

creation_date: 2009-08-13T01:33:14Z

[Term]

id: GO:0060892

name: limb basal epidermal cell fate specification

namespace: biological_process

def: "The process by which a cell becomes capable of differentiating autonomously into an limb basal epidermal cell in an environment that is neutral with respect to the developmental pathway; upon specification, the cell fate can be reversed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009957 ! epidermal cell fate specification

relationship: part_of GO:0060888 ! limb epidermis stratification

relationship: part_of GO:0060889 ! limb basal epidermal cell differentiation

created_by: dph

creation_date: 2009-08-13T01:41:47Z

[Term]

id: GO:0060893

name: limb granular cell fate specification

namespace: biological_process

def: "The process by which a cell becomes capable of differentiating autonomously into an limb granular cell in an environment that is neutral with respect to the developmental pathway; upon specification, the cell fate can be reversed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009957 ! epidermal cell fate specification

relationship: part_of GO:0060888 ! limb epidermis stratification

relationship: part_of GO:0060891 ! limb granular cell differentiation

created_by: dph

creation_date: 2009-08-13T01:44:14Z

[Term]

id: GO:0060894

name: limb spinous cell fate specification

namespace: biological_process

def: "The process by which a cell becomes capable of differentiating autonomously into a limb spinous cell in an environment that is neutral with respect to the developmental pathway; upon specification, the cell fate can be reversed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009957 ! epidermal cell fate specification

relationship: part_of GO:0060888 ! limb epidermis stratification

relationship: part_of GO:0060890 ! limb spinous cell differentiation

created_by: dph

creation_date: 2009-08-13T01:46:23Z

[Term]

id: GO:0060895

name: retinoic acid receptor signaling pathway involved in spinal cord dorsal/ventral patterning

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a retinoic acid receptor binding to one of its physiological ligands that contributes to the dorsal ventral patterning of the spinal cord." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048384 ! retinoic acid receptor signaling pathway

relationship: part_of GO:0021513 ! spinal cord dorsal/ventral patterning

created_by: dph

creation_date: 2009-08-13T01:51:50Z

[Term]

id: GO:0060896

name: neural plate pattern specification

namespace: biological_process

def: "The developmental process that results in the creation of defined areas or spaces within the neural plate to which cells respond and eventually are instructed to differentiate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007389 ! pattern specification process

created_by: dph

creation_date: 2009-08-13T02:06:27Z

[Term]

id: GO:0060897

name: neural plate regionalization

namespace: biological_process

def: "The pattern specification process by which an axis or axes of the neural plate is subdivided in space to define an area or volume in which specific patterns of cell differentiation will take place or in which cells interpret a specific environment." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0003002 ! regionalization

relationship: part_of GO:0060896 ! neural plate pattern specification

created_by: dph

creation_date: 2009-08-13T02:09:04Z

[Term]

id: GO:0060898

name: camera-type eye field cell fate commitment

namespace: biological_process

def: "The commitment of neurectodermal cells to cells of the eye field and their capacity to differentiate into eye field cells. Eye field cells are neurectodermal cells that will form the optic placode." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0045165 ! cell fate commitment

relationship: part_of GO:0046619 ! optic placode formation involved in camera-type eye

relationship: part_of GO:0060897 ! neural plate regionalization

created_by: dph

creation_date: 2009-08-13T02:10:58Z

[Term]

id: GO:0060899

name: regulation of transcription involved in camera-type eye field cell fate commitment

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter that contributes to the commitment of a neurectodermal cell to a specialized neurectodermal cell that will give rise to the optic vesicle." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060850 ! regulation of transcription involved in cell fate commitment

relationship: part_of GO:0060898 ! camera-type eye field cell fate commitment

created_by: dph

creation_date: 2009-08-13T02:11:48Z

[Term]

id: GO:0060900

name: embryonic camera-type eye formation

namespace: biological_process

def: "The developmental process pertaining to the initial formation of a camera-type eye from unspecified neurectoderm. This process begins with the differentiation of cells that form the optic field and ends when the optic cup has attained its shape." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

relationship: part_of GO:0048596 ! embryonic camera-type eye morphogenesis

created_by: dph

creation_date: 2009-08-13T02:26:54Z

[Term]

id: GO:0060901

name: regulation of hair cycle by Wnt receptor signaling pathway through beta-catenin

namespace: biological_process

def: "The series of molecular signals initiated by binding of Wnt protein to a frizzled family receptor on the surface of the target cell and ending with a change in transcription of target genes that modulates the rate, frequency or extent of the hair cycle." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0042634 ! regulation of hair cycle

is_a: GO:0060070 ! Wnt receptor signaling pathway through beta-catenin

created_by: dph

creation_date: 2009-08-13T02:41:10Z

[Term]

id: GO:0060902

name: regulation of hair cycle by BMP signaling pathway

namespace: biological_process

def: "A series of molecular signals generated as a consequence of any member of the BMP (bone morphogenetic protein) family binding to a cell surface receptor that modulates the rate, frequency or extent of the hair cycle." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030509 ! BMP signaling pathway

is_a: GO:0042634 ! regulation of hair cycle

created_by: dph

creation_date: 2009-08-13T02:45:12Z

[Term]

id: GO:0090008

name: hypoblast development

namespace: biological_process

def: "The process whose specific outcome is the progression of the hypoblast over time, from its formation to the mature structure. The hypoblast is a tissue formed from the inner cell mass that lies beneath the epiblast and gives rise to extraembryonic endoderm." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009888 ! tissue development

created_by: tanyaberardini

creation_date: 2009-07-29T10:25:54Z

[Term]

id: GO:0090009

name: primitive streak formation

namespace: biological_process

def: "The developmental process pertaining to the initial formation of the primitive streak from unspecified parts. The primitive streak is a ridge of cells running along the midline of the embryo where the mesoderm ingresses. It defines the anterior-posterior axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

relationship: part_of GO:0001702 ! gastrulation with mouth forming second

relationship: part_of GO:0009948 ! anterior/posterior axis specification

created_by: tanyaberardini

creation_date: 2009-07-29T10:31:31Z

[Term]

id: GO:0090010

name: transforming growth factor beta receptor signaling pathway involved in primitive streak formation

namespace: biological_process

def: "The series of molecular signals generated as a consequence of a transforming growth factor beta receptor binding to one of its physiological ligands contributing to the formation of the primitive streak." [GOC:dph, GOC:sdb_2009, GOC:tb]

synonym: "TGFbeta signaling pathway involved in primitive streak formation" RELATED [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0007179 ! transforming growth factor beta receptor signaling pathway

relationship: part_of GO:0090009 ! primitive streak formation

created_by: tanyaberardini

creation_date: 2009-07-29T10:38:40Z

[Term]

id: GO:0090011

name: Wnt receptor signaling pathway involved in primitive streak formation

namespace: biological_process

def: "The series of molecular signals initiated by binding of Wnt protein to a frizzled family receptor on the surface of the target cell and ending with a change in transcription of target genes that contribute to the formation of the primitive streak." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0060070 ! Wnt receptor signaling pathway through beta-catenin

relationship: part_of GO:0090009 ! primitive streak formation

created_by: tanyaberardini

creation_date: 2009-07-29T10:44:53Z

[Term]

id: GO:0090012

name: negative regulation of transforming growth factor beta receptor signaling pathway involved in primitive streak formation

namespace: biological_process

def: "Any process that stops, prevents or reduces the frequency, rate or extent of any TGF-beta receptor signaling pathway that contributes to the formation of the primitive streak." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0030512 ! negative regulation of transforming growth factor beta receptor signaling pathway

is_a: GO:0090013 ! regulation of transforming growth factor beta receptor signaling pathway involved in primitive streak formation

relationship: negatively_regulates GO:0090010 ! transforming growth factor beta receptor signaling pathway involved in primitive streak formation

created_by: tanyaberardini

creation_date: 2009-07-29T10:51:57Z

[Term]

id: GO:0090013

name: regulation of transforming growth factor beta receptor signaling pathway involved in primitive streak formation

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of any TGF-beta receptor signaling pathway that contributes to the formation of the primitive streak." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0010470 ! regulation of gastrulation

is_a: GO:0017015 ! regulation of transforming growth factor beta receptor signaling pathway

relationship: regulates GO:0090010 ! transforming growth factor beta receptor signaling pathway involved in primitive streak formation

created_by: tanyaberardini

creation_date: 2009-07-29T10:54:44Z

[Term]

id: GO:0090014

name: leaflet formation

namespace: biological_process

def: "The developmental process pertaining to the initial formation of a leaflet from unspecified parts. A leaflet is one of the ultimate segments of a compound leaf." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

relationship: part_of GO:0060794 ! leaflet morphogenesis

created_by: tanyaberardini

creation_date: 2009-07-29T11:05:37Z

[Term]

id: GO:0090015

name: positive regulation of leaflet formation by auxin mediated signaling pathway

namespace: biological_process

def: "Any process that increases the frequency, rate or extent of leaflet formation as a result of the series of molecular signals generated in response to detection of auxin." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009734 ! auxin mediated signaling pathway

is_a: GO:0051094 ! positive regulation of developmental process

is_a: GO:0090016 ! regulation of leaflet formation

relationship: positively_regulates GO:0090014 ! leaflet formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:18:45Z

[Term]

id: GO:0090016

name: regulation of leaflet formation

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of leaflet formation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0022603 ! regulation of anatomical structure morphogenesis

is_a: GO:0048831 ! regulation of shoot development

relationship: regulates GO:0090014 ! leaflet formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:23:48Z

[Term]

id: GO:0090017

name: anterior neural plate formation

namespace: biological_process

def: "The formation of anterior end of the flat, thickened layer of ectodermal cells known as the neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

relationship: part_of GO:0021990 ! neural plate formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:31:35Z

[Term]

id: GO:0090018

name: posterior neural plate formation

namespace: biological_process

def: "The formation of posterior end of the flat, thickened layer of ectodermal cells known as the neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048646 ! anatomical structure formation involved in morphogenesis

relationship: part_of GO:0021990 ! neural plate formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:32:08Z

[Term]

id: GO:0090019

name: regulation of transcription involved in anterior neural plate formation

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter contributing to the formation of the anterior neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0006357 ! regulation of transcription from RNA polymerase II promoter

relationship: part_of GO:0090017 ! anterior neural plate formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:38:28Z

[Term]

id: GO:0090020

name: regulation of transcription involved in posterior neural plate formation

namespace: biological_process

def: "Any process that modulates the frequency, rate or extent of transcription from an RNA polymerase II promoter contributing to the formation of the posterior neural plate." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0006357 ! regulation of transcription from RNA polymerase II promoter

relationship: part_of GO:0090018 ! posterior neural plate formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:39:29Z

[Term]

id: GO:0090021

name: positive regulation of posterior neural plate formation by Wnt receptor signaling pathway

namespace: biological_process

def: "The series of molecular signals initiated by binding of Wnt protein to a frizzled family receptor on the surface of the target cell and increasing the rate or extent of posterior neural plate formation." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0016055 ! Wnt receptor signaling pathway

is_a: GO:0022603 ! regulation of anatomical structure morphogenesis

is_a: GO:0045995 ! regulation of embryonic development

is_a: GO:0051094 ! positive regulation of developmental process

relationship: positively_regulates GO:0090018 ! posterior neural plate formation

created_by: tanyaberardini

creation_date: 2009-07-29T11:44:13Z

[Term]

id: GO:0090057

name: root radial pattern formation

namespace: biological_process

def: "The radial pattern formation process that results in the formation of the different tissues of the root around its radial axis." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0009956 ! radial pattern formation

relationship: part_of GO:0048364 ! root development

created_by: tanyaberardini

creation_date: 2009-08-11T02:58:06Z

[Term]

id: GO:0090058

name: metaxylem development

namespace: biological_process

def: "The process whose specific outcome is the progression of the metaxylem over time, from its formation to the mature structure. The metaxylem is the part of the primary xylem that differentiates after the protoxylem and before the secondary xylem, if any of the latter is formed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048856 ! anatomical structure development

relationship: part_of GO:0010089 ! xylem development

created_by: tanyaberardini

creation_date: 2009-08-11T03:05:15Z

[Term]

id: GO:0090059

name: protoxylem development

namespace: biological_process

def: "The process whose specific outcome is the progression of the protoxylem over time, from its formation to the mature structure. The protoxylem comprises the first formed elements of the primary xylem." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0048856 ! anatomical structure development

relationship: part_of GO:0010089 ! xylem development

created_by: tanyaberardini

creation_date: 2009-08-11T03:08:06Z

[Term]

id: GO:0090060

name: regulation of metaxylem development

namespace: biological_process

def: "Any process that modulates the frequency, rate, or extent of metaxylem development. Metaxylem development is the process whose specific outcome is the progression of the metaxylem over time, from its formation to the mature structure. The metaxylem is the part of the primary xylem that differentiates after the protoxylem and before the secondary xylem, if any of the latter is formed." [GOC:dph, GOC:sdb_2009, GOC:tb]

is_a: GO:0050793 ! regulation of developmental process

is_a: GO:0051239 ! regulation of multicellular organismal process

relationship: regulates GO:0090058 ! metaxylem development

created_by: tanyaberardini

creation_date: 2009-08-11T03:14:54Z

