
  

Annotation Tracker

http://amigo.berkeleybop.org/cgi-bin/amigo/phylotree

http://amigo.berkeleybop.org/cgi-bin/amigo/phylotree


  

ID Matching

 GO::Metadata::Panther - Species specific id 
matching
 ≥1 species.ncbi_taxa_id (example)

 ≥0 dbxref.xref_dbname

 seq2pthr2phylotree.pl - Loading script, where 
the SQL is
 Only checks dbxref.xref_dbname if we have 

multiple results

http://geneontology.svn.sourceforge.net/viewvc/geneontology/go-dev/go-perl/GO/Metadata/Panther.pm?view=log
http://amigo-sven.princeton.edu/cgi-bin/amigo/phylotree?mode=cluster&key=PTHR10046&dbname=PantherDB
http://geneontology.svn.sourceforge.net/viewvc/geneontology/go-dev/go-db-perl/scripts/seq2pthr2phylotree.pl?view=log


  

Not In Database

 2. Date selected for concurrent annotation
 Got Excel file from Pascale
 Should this be in CVS?

 3. Paint Files (Was: Date Panthr family last annotated 
(tree annotation))

 Uses Ajax to get file names and dates from FTP (example)

 8. 'Date comprehensively annotated' for 
groups that can provide this information

 File in CVS?

http://amigo-sven.princeton.edu/cgi-bin/amigo/phylotree?mode=cluster&key=PTHR11829&dbname=PantherDB


  

In Database

 6. Number of members with EXP
 Add column to table

 Unmatched Gene Members
 Output data with Spreadsheet::WriteExcel
 Add column with annotation dates & types
 Add Javascript to arrange columns
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