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panther subfamilies
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How many panther subfamilies

have genes from how many

refG organisms?

How many panther subfamilies have refG GO annotation?
What type of annotation?
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For each subfamily,
what type of GO annotation (if any) does each refG organism have?
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Various summaries such as:
How many genes for each refG
organism are in each subfamily?
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How many panther families have refG GO annotation?

What type of annotation?
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For each family,
what type of GO annotation (if any) does each refG organism have?
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Various summaries such as:
How many genes for each refG
organism are in each family?
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